The locus genotyping Wle used for the analysis of the NG population reported in the manuscript contained the incorrect assignment of maternal and paternal alleles. Consequently:
The proportion of maternal alleles in this population (Table 3) should be 54.4%, not 45.6%.
The parental assignment of genome representation for this population (Fig. 1 ) shows male alleles expressed as a percentage of male and female alleles combined, not female alleles expressed as a percentage of male and female alleles combined. Nok-3 alleles are thus over-represented in regions of chromosomes 1 and 2, and under-represented in a region of chromosome 4.
For each of the three Xowering time QTL identiWed in this population ( Fig. 2; Table 4 ), the increasing allele is from Nok-3, not Ga-0.
The correct versions are given here. 
